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Abstract: B-chromosome occurrence was studied in the karyotype of some Rana temporaria
populations from Belarus. Two regions, where individuals with B-chromosomes occur, were
discovered. The average population number of animals with B-chromosomes was determined. Probable causes of B-chromosome accumulation in populations and in the karyotype of some individuals were considered. Under radiation exposure the presence of Bchromosomes in genome is not correlated with an increase in the level of bone marrow
cells with cytogenetic damages.
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Introduction
In the recent years Rana temporaria has been studied in detail using cytogenetic,
molecular and biochemical methods (ODIERNA et al. 2001, PICARIELLO et al. 2002,
SPASIC-BOSKOVIC et al. 1997, VEITH et al. 2002). Fixation of large chromosome rearrangements in genome was shown to be one of the mechanisms for reproductive
isolation between sympatric species. The inversion of large chromatin blocks prevents
destruction of coadapted gene complexes during recombination (MAYR 1970). One of
the factors promoting recombination processes is the presence of B-chromosomes in
genome (JONES, REES 1982, CAMACHO et al. 2000). In this connection the additional
chromosome occurrence in some common frog populations is of great interest. B-chromosomes are known to interact with the “host” genome and to evolve constantly affecting
microevolution processes in populations (CAMACHO et al. 2002). This makes it possible to
study distribution of populations containing B-chromosome, depending on ecological conditions in a broad sense of this word, considering B-chromosomes a number variation as
a mechanism raising efficiency of exploiting heterogenous environment (GREEN 1990).
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