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Abstract:

The esterase enzyme system (Est) of 44 specimens of the rocky mouse, Apodemus mystacinus, from 10
localities in Turkey was analyzed using polyacrylamide gel electrophoresis. Three loci Est-1, Est-2, and
Est-3 were determined. There were two alleles in Est-1 and four alleles in Est-2 and Est-3. The Shannon
information index (I) ranged from 0.21 to 0.92. On the basis of genetic relationship of seven A. mystacinus populations based on Nei Genetic Distance of three enzyme loci, seven populations were divided into
two main clusters and two subgroups in each cluster; 1: Sebma-Akseki (subgroup1), Altındere-Akçakoca
(subgroup2), 2: Beyşehir-İzaybu (subgroup1) and Ardanuç (subgroup2).
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Introduction
The rocky mouse, Apodemus mystacinus, was ﬁrst
described by DANFORD and ALSTON (1877) from Sebil
(Mersin) in Turkey. It is widely distributed across
Greece, Yugoslavia, Bulgaria, Syria, Lebanon,
Palestine, Iraq and the Caucasus (NEUHÄUSER 1936,
ELLERMAN and MORRISON-SCOTT 1951, CORBET
1978, MUSSER and CARLETON 1993). NEUHÄUSER
(1936) reported A. m. mystacinus from the Taurus
mountains, A. m. smyrnensis from western Turkey
and the Taurus mountains, and A. m. euxinus
from an area extending from northeast (Artvin) to
northwest of Turkey (Soğukpınar-Bursa). A. m.
smyrnensis and A. m. mystacinus were reported
to be synonymous (ELLERMAN 1948). In addition,
A. m. euxinus is determined as distinct subspecies

(ELLERMAN and MORRISON-SCOTT 1951). On the basis
of morphometrics, VOHRALÍK et al. (2002) conﬁrmed
the validity of A. m. mystacinus as a subspecies
of A. mystacinus in Turkey and they also reported
that the Asian populations of A. mystacinus are
fairly homogeneous. Due to the dark coloration
of A. m. euxinus, this subspecies was found to be
different from A. m. mystacinus on the basis of
morphometrical clustering using UPGMA (ÇOLAK
et al. 2004). Despite of several previous studies, the
taxonomic status of A. mystacinus in Turkey is still
open to question.
The aim of the present study is to survey genetic
structure based on biochemical markers in order to
make a contribution to the taxonomic status and
evolution of A. mystacinus in Turkey.
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